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Annotatsiya. Indigen mikroflora 6°zaro ta’sirining birlamchi biliar xolangitida (BBX) roli
ko‘proq e’tibor jalb qildi.’Birog, birlamchi biliar xolangitning og ‘iz mikrobiotasiga ta’siri va og‘iz
mikrobiotasining birlamehi-biliar xolangitga hissasi aniq emas./Ushburtadqiqotda birlamchi biliar
xolangit so‘lagi Bacteroidetes, Campylobacter, Prevotella va“Veillonella kabi taksonlarni boyitgan,
Enterococcaceae, Granulicatella;” Rothia,vaStreptococcus kabi taksonlarni esa kamaytirgan.
Salivary Veillonellaceae a’zolari. BBX' /zardobidagi' ALT  va -bilirubin darajasi ultratovushli
o‘lchovdan so‘ng kamaydi. Birgahikda, BBX bemorlarining so‘lak mikrobiotasida sezilarli
o‘zgarishlar kuzatiladi, bu og‘iz yallig‘lanishi va jigar funksiyalarining yomonlashishining bir
sababi va davolash magsadi bo‘lishi mumkin.

Kalit so‘zlar. Biliar xolangit, mikroflora, mikrobiota, Enterococcaceae, Escherichia coli,
Klebsiella, Human Microbiome Project A, autoimmun

COCTOSAHUME MUKPOBHUOTHLI CJIFOHBI Y TAIIMEHTOB C IEPBUYHbBIM
BUJIUMAPHBIM XOJAHI'NTOM
Ycmanos V.Y., Kapumosa M.A.
Yprenuckuii rocyaapCTBEHHbIN METUIIUHCKUI HHCTUTYT, T. Y preHd, Y30ekucraHn

AnHoTtanusa. Ponb B3aUMOACHCTBUA HHJIWTEHHONM MHUKpPOQIOpHl TMpPHU T[EPBUYHOM
omwmuapaom xonanrute (I16X) mpusiekna Oonbire BHuManus. OpHako BiausHUE I[lepBUYHBIN
OWJTMAPHBIN XOJAHTUT HA MUKPOOUOTY TIOJIOCTH PTA M BKJIAJl MUKPOOHOTHI ITOJIOCTH PTa B Pa3BUTHE
I1BX ocrarorcs HescHbIMU. B maHHOM mcciaenoBaHuu cirroHa manueHToB ¢ [1I6X Opuia oOorameHa
TakcoHaMH, TakuMu Kak Bacteroidetes, Campylobacter, Prevotella u Veillonella, u obGegnena
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TaKCOHaMH, TakMMH Kak Enterococcaceae, Granulicatella, Rothia u Streptococcus. UYiensl
cemericTBa Veillonellaceae B cirone koppenupoBaiu co cHmxenneM ypoBust AJIT u 6unupyOuna B
CBIBOPOTKE MOCJIE€ YJIbTPa3BYKOBOTO CKEWJIMHra. B COBOKyMHOCTM y manueHToB ¢ llepBuuHbIi
OWJTMAPHBIN XOJIAHTUT HAOJIOMAI0TCS 3HAUYNTEIbHBIC N3MEHEHUSI MUKPOOUOTHI CITFOHBI, YTO MOKET
OBITh OJHON W3 NMPUYHMH BOCHAJICHHS B TOJIOCTH pTa W yXyAIMCHUS (QYHKIUN MEYCHH, a TaKKe
MOTEHIMATbHON TEPANIEBTUYECKON MUIIEHBIO.
Keywords: biliary cholangitis, microflora, microbiota, Enterococcaceae, Escherichia coli,

Klebsiella, Human Microbiome Project A, autoimmune

THE STATE OF SALIVARY MICROBIOTA IN PATIENTS WITH PRIMARY
BILIARY CHOLANGITIS
Usmanov, U.U., Karimova M. A«

Urgench'State Medical Institute, Urgench, Uzbekistan

Annotation. The qole of indigenous microflora interactions in primary biliary cholangitis
(PBC) has attracted increasing attention: However, the impact of \PBC on oral microbiota and the
contribution of oral microbiota to PBC remain unclear. In this study; saliva from PBC patients was
enriched with taxa' such’as' Bacteroidetes, Campylobacter, Prevotella;-and Veillonella, while
reduced in taxa such as.Enterococcaceae, Granulicatella, Rothia, and Streptococcus. Members of
the salivary Veillonellaceae were associated with decreased serum ALT and bilirubin levels after
ultrasonic scaling. Takenrtogether, significantralterations in the salivary microbiota of PBC patients
are observed, which may represent one of the causes of oral inflammation and liver dysfunction, as
well as a potential therapeutic target.

KiroueBble ci10Ba:-OUIMAPHBIN XOJIAHTUT, MUKpOQIopa,  MUukpobuora, Enterococcaceae,
Escherichia coli, Klebsiella, HumanMicrobiome Project A, ayrTOUMMYHHBII

Kirish. Birlamchi biliar.xolangit (BBX) — bu ayollarda hukmronlik giluvchi autoimmun
jigar kasalligi bo‘lib, uning etiologiyasi noma’lum . _-Yaqinda inson mikrobiotasi BBX
etiopatogenezi bilan keng bog‘lanmoqda. Birifichidan, epidemiologik tadqiqotlar siydik yo‘llari
infeksiyasini, asosan Escherichia coli tomonidan, xavf omili sifatida aniqladi. Ikkinchidan,
molekulyar mimikriya mikroblarni BBX triggeri sifatida qo‘llab-quvvatlaydi. Novosphingobium
aromaticivorans va Mycoplasma pneumonia, Lactobacillus delbrueckii va Mycobacterium
gordonae uchun ham kross-reaktiv antitanalar dalillari kuzatildi. Uchinchidan, mikroblarning yon
mahsulotlari BBXga ta’sir qilishi mumkin. Masalan, Tollga o‘xshash retseptor ligandlari va CpG
motivlari tug‘ma immun tizimini rag‘batlantirish orqali autoimmunlikka hissa qo‘shishi mumkin.
Qiziqarli tomoni shundaki, BBX bemorlarining ichak mikrobiotasi ba’zi foydali bakteriyalar,
masalan, Bacteroides eggerthii bilan kamaygan edi, lekin ba’zi bakterial taksonlar, masalan,
Klebsiella kabi imkoniyatni oz ichiga olgan patogenlar uchun boyitilgan edi. Og’iz mikrobiotasi
sog’liq va kasalliklar uchun muhim. 700 dan ortiq mikroblar yonoq shilliq qavati, tilning orqa qismi,
tish karashi va boshqa joylarda kolonizatsiya qilib, ichakdan tashqaridagi eng katta mikrobiotani
hosil qiladi. Bu turlar muhim fiziologik funksiyalarga ega, jumladan, biologik to‘siq vazifasini
bajarish va mezbon immunitetini rag‘batlantirish hamda saqlash. Bundan tashqari, mikrobiota og‘iz
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bo‘shlig‘idan o‘tib, in vivo organlarga, masalan, ichak va o‘pkaga ta’sir qilishi mumkin, chunki
tishlar amalda transmukozal organlardir. So‘lakdagi mikroblar og‘iz shillig‘idagi mikroblarga eng
yaqin bo‘lib, og‘iz mikrobiotasining tarkibi va funksiyalarini yaxshiroq aks ettira oladi. Har kuni
milliardlab mikroblarni o‘z ichiga olgan deyarli bir litr so‘lak hazm qilish tizimiga kirib,
mezbonning immuniteti va metabolizmiga sezilarli hissa qo‘shadi. Bundan tashqari, so‘lakdan
namuna olish qulay va invaziv bo‘lmagan bo‘lib, so‘lakni tadqiqot va tashxislash uchun muhim
namuna hisoblanadi. Ushbu tadqiqot BBX so‘lak mikrobiotasining o‘zgarishlarini ochib berish, bu
o‘zgarishlarning og‘iz immuniteti va metabolizm bilan bog‘ligligini aniqlash hamda o‘zgartirilgan
og‘iz mikrobiotasining BBXga ta’sirini o‘rganishga qaratilgan edi. Inson mikrobiotasining
autoimmun kasalliklardagi roli ko’proq e’tibor qozongan.

Materiallar va tekshirish-usullar: Birinchi ‘bosqichda namunalar ishtirokchilar nonushta
qilmagan, suv ichmagan, tishlarini. tozalashmagan..va 0g’iz ‘bo’shlig’i tozalovchi vositalardan
foydalanmagan paytda yig’ildi-.So‘lak-steril 50 ml probirkaga Human Microbiome Project A— bu
Inson mikrobiom loyihasining bir’qismi bo‘lib, insen organizmidagi mikrobiota tarkibini chuqur
o‘rganishga qaratilgan/Xalqaro /ilmiy tashabbusdir. Ushbu loyiha\og‘iz-bo‘shlig‘i, teri, ichak va
boshqa biologik mubhitlarda yashovehi mikroorganizmlarni aniqlash, ularning genetik tarkibini
sekvensiyalash va sog*liq hamda« kasallikdagi rolimi tushunishga | Xizmat' qiladi. mikrobiom
namunalarini yig‘ish asosiy protokoliga muvofiq kamida 5 ml to‘planguncha yig‘ildi. Ikkinchi
bosqichda barcha ishtirokchilar Bass usuli (Bass usuli — stomatologiyada keng qo‘llaniladigan
gigiyenik texnika bo‘lib, tish va milk chegarasini” samarali tozalashga yordam beradi.)bo‘yicha
og‘iz bo‘shlig‘ini, tishlarini va tilini tozalashdi. Bir soatdan so‘ng ulan 0g‘iz bo‘shlig‘ini besh marta
chayib, 100 ml suv ichib tomogni qayta tozalashdi. Besh daqiqa o‘tgachyyana so‘lak yig‘ildi. Qon
olinib, zardob va qon\ hujayralariga ajratildi. Barcha namupalar foydalanishgacha —80 °C da
saglangan.

Natija. Og’iz mikrobiotasining sog’lig’ini_saqlash BBXni davolash va hatto oldini olish
uchun muhimligini ko’rsatadi. Og’1z yallig lanishy, zatarli- mikroblar va metabolitlar darajasining
oshishi BBXni kuchaytirishi va jigar-funksiyalarining yomonlashishi bilan zararli aylana hosil
qilishi mumkin, bu esa zudlik bilan nazorat qilinishi va aralashishi kerak. Muhimi, aynigsa
uyg’ongandan keyin tish yuvishdan oldin olingan so’lak, og’iz va hatto umumiy sog’liq uchun
oddiy va munosib ko’rsatkich bo’lib, qo’shimcha tadqiqot va rivojlanishni talab qiladi. Klassik
og’iz parvarishi, masalan, tishlarni tishlatish, tish ipi bilan tozalash va stomatologik tashriflar,
nafaqat og’iz bo’shlig’ida, balki butun tanada sog’ligni saqlash va kasalliklarning oldini olishning
ajralmas usuli sifatida tan olingan. Natijalarimiz har kuni tish yuvish va muntazam tozalash og’iz va
tizimli yallig’lanishni yengillashtirishi hamda BBX bemorlarida jigar funksiyasini qgisman
yaxshilashi mumkinligini ko’rsatadi. Kelajakda, og’iz mikrobiotasiga asoslangan davolash, masalan,
og’iz orqali probiotiklar va og’iz mikrobiota transplantatsiyasi, BBXni oldini olish va davolash
uchun nomzod bo’ladi.

Xulosa qilib aytganda, biz BBX bemorlarida so’lak bakteriyalari, metabolitlar va
yallig’lanish sitokinlarining tarkibida sezilarli o’zgarishlarni aniqladik. BBX mikrobiotasi va
ularning mahsulotlari HClarga garaganda in vitro va in vivo ko’proq yallig’lanishni keltirib
chigaruvchi ta’sirlarni ko’rsatdi. To’liq og’iz qoplamasi va ildiz rejalashtirish bemorlarning jigar
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funksiyasini qisman yaxshiladi. Ushbu tadqiqot BBXning patogenezi va to’liq davolashi bo’yicha
foydali tushunchalar beradi.
Adabiyotlar

1. Jxynait I'.C., Muxaitnosa E.C., Ixynaii T.E. MukpoOuoneno3s! BepxHux otaenon JKKT
y O0JIBHBIX racTpo33odareanbHoi pedrroKkCHON 601e3HbI0 Ha GoHe OmmapHon natonoruu // DuKI .
2017. Ne6 (142).

2. KymanuszoBa T. A. u ap. Pazsutre 310poBbecOeperammeii KOMIETCHIIMN Y T1earoros
BBICIIMX YUYCOHBIX 3aBEJICHUN Kak Temarorudeckas mpobiema //HoBoBeneHHS COBPEMEHHOIO
HAy4YHOTO Pa3BUTHS B AMOXY riodanu3anuu: npobiaemsl u pemenus. — 2023. — T. 1. — No. 5. — C. 46
47.

3. Yepsuneny B. M., UepBunen 10:"B., Kpastyk O=~C. u np. JluHamuka U3MEHUYMBOCTH
MUKPOOHOTHI IMOJIOCTH PTa W _FPOACTOTO KAMICYHUKA® FOHOINCH WpPH IepEeMEHE YCIOBHM XKHU3HU //
Knun. ma6. quarnocruka. 2019. No8.

4. Gomi H., Solomkin I'S., Takada T., Strasberg S.M., Pitt/H.A.; Yoshida M., et al. Tokyo
Guidelines 2018: antimicrobial therapy for acute cholangitis and cholecystitis. Journal of Hepato
Biliary-Pancreatic Sciences. Tokyo: Springer Japan; 2018; 25(1): 3-16.

5. Lamont R.J,; Hajishengallis G. Polymicrobial synergy and dysbiosis in inflammatory
disease. Trends in Molecular Medicine. London: Elsevier; 2015; 21(3): 172-183.

6. Monstein H.J., S6derquist B., Wexell'R., Johansson A.G.; Karlsson K.-A. Identification of
Helicobacter species and other bacteria in gallbladder tissue and bile from patients with
cholecystitis using 16S rRNA gene-based PCR" Journal of Clinical Microbiology. Washington, DC:
American Society for Mierobiology; 2005;

7. Marsh P.D., Martin M:V. Oral Microbiology. 5th ed. Edinburgh: Churchill Livingstone,
Elsevier; 2009; pp. 1-240.

8. Ridlon J.M., Kang D:Js Hyléemon P.B. Bile salt.biotransformations by human intestinal
bacteria. Journal of Lipid ‘Reseatch. Bethesda, " MD:“American SoCiety for Biochemistry and
Molecular Biology; 2006; 47(2)*241-259.

9. Usmanov U.U Clostridium perfringens and Escherichia coli bacteremia in a patient with
acute obstructive suppurative cholangitis Toshkent tibbiyot akademiyasi Urganch filiali Janubiy
orolbo‘yi tibbiyot jurnali 1-tom, 4-son. 2025: 353-358.

10. Weyrich, L.S. The evolutionary history of the human oral microbiota and its implications
for modern health. Periodontology 2000 2021, 85, 90-100.

642



